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Application Serial Number: 
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http://www.uspto.gov/web/offices/pac/checker/chkrnote.htm 
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3 <110> APPLICANT: Syngenta Participations AG 

4 St am, Lynn 

5 Kamdar , Kim 

6 Spana, Eric 

7 Bachmann, Jane 

9 <120> TITLE OF INVENTION: Nucleic Acid Sequences from Drosophila Melanogaster that 
10 Encode Proteins Essential for Viability and Uses Thereof 

12 <130> FILE REFERENCE: 70131WOPCT 

C--> 14 <140> CURRENT APPLICATION NUMBER: US/10/527,571 

C--> 15 <141> CURRENT FILING DATE: 2005-03-14 

17 <150> PRIOR APPLICATION NUMBER: 60/422,377 r^nmOW A 

18 <151> PRIOR FILING DATE: 2002-10-29 r^ct^ t^Ot COW J g f4e©d6<3 



20 <160> NUMBER OF SEQ ID NOS : 381 U pc\6<A $* S ^ 1 

22 <170> SOFTWARE: Patentln version 3.1 CO^ eU , 



ERRORED SEQUENCES 



7736 


<210> SEQ ID NO 


: 61 




















7737 


<211> LENGTH: 1022 




















7738 


<212> TYPE: 


PRT 






















7739 


<213> ORGANISM: 


Drosophila melanogaster 












7741 


<400> SEQUENCE: 


61 




















7743 


Met 


Ala 


Leu 


Ala 


He 


Lys 


Lys Arg 


Val 


Gly Thr 


Tyr Val 


Glu 


Thr Val 


7744 


1 








5 








10 










15 


7747 


Asp 


Gly 


Ser 


Pro 


Pro 


Val 


Lys Lys 


Leu Arg 


Leu 


Gin 


Thr 


Leu 


Ala Ala 


7748 








20 








25 










30 




7751 


Asp 


Ala 


Lys 


Gly 


Gly 


Lys 


Ser Gly 


Lys 


Val 


Gly 


Asn 


Val 


Glu 


Arg Lys 


7752 






35 








40 










45 






7755 


Leu 


Thr 


Ala 


Leu 


Asn 


Gin 


Leu Asp 


Ala 


Tyr 


Val 


Gly Asn Leu 


Pro Ala 


7756 




50 










55 








60 








7759 


Gly 


Ala 


Leu 


Val 


Leu 


Pro 


Thr Gly 


Thr 


Pro 


Val 


Ala 


Ser 


Thr 


Gly Ala 


7760 


65 










70 








75 








80 


7763 


Pro 


Ser 


Thr 


Gly 


Val 


He 


Gly Asn 


Pro 


Pro 


Ala 


Ala 


Ala 


Thr 


Gly Ala 


7764 










85 








90 










95 


7767 


Pro 


Pro 


Met 


Thr 


Ala 


Ala 


Asn Ser 


Arg 


Glu 


Leu 


Leu 


Glu 


Leu 


Leu Val 


7768 








100 








105 










110 




7771 


Lys 


He 


Thr 


Asp 


Glu 


He 


Ser Tyr 


Glu Asp Val 


Glu 


Met 


Gly 


Glu Leu 


7772 






115 








120 










125 






7775 


Lys 


Glu 


Val 


Ala 


Ser 


Lys 


He Phe 


Gin 


Leu 


Tyr 


Gin 


Leu 


Gin 


Glu Arg 


7776 




130 










135 








140 








7779 


Asp 


Ser 


Asp 


Thr 


Ser 


He 


Arg Val 


Lys 


Leu 


Leu 


Glu 


Leu 


Leu 


Ser Gly 


7780 


145 










150 








155 








160 
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7783 


Leu 


Gly Cys 


Glu 


Cys 


Ala 


Thr 


Glu 


Gin 


Ala 


Leu 


Thr 


Met 


He 


He 


Asp 


7784 










165 










170 










175 




7787 


Tvr 


Phe 


He 


Phe 


Leu 


Leu 


Arq 


LVS 


Glu 


Val 


Ser 


Gin 


Lvs 


Val 


Leu 


Ala 


7788 








180 










185 










190 






7791 


Gin 


Gly Met 


Met 


Cys 


Leu 


Phe 


Arq 


He 


Gly 


Glu 


Arq 


Arq 


Lys 


His 


Met 


7792 






195 










200 










205 








7795 


Leu 


Pro 


He 


Ser 


Tvr 


Lvs 


Thr 


Gin 


Val 


Ala 


His 


Leu 


Ala 


Lys 


Glu 


Gin 


7796 




210 










215 










220 










7799 


Leu 




C <a r" 
OCi. 


Glv 


Ser 


Ala 


His 


Thr 


Gin 


Lys 


Asn 


Ala 


Met 


Leu 


Val 


He 


7800 


225 










230 










235 










240 


7803 


Glv 


Ar 9 


lr XI" 


Ala 


Thr 


Lvs 


Met 


Glu 


Glv 


Glu 


Ara 


His 


Tvr 
j 


Val 


Tro 


Lvs 


7804 










245 










250 










255 




7807 


Leu 


Ala 


Phe 


Tvr 


He 


Asp 


Ser 


Gin 


Asp 


Ser 


Ser 


Val 




Ala 


Gin 


Ala 


7808 








260 










265 










270 






7811 


Leu 


His 


Ala 


Leu 


Leu 


Thr 


Leu 


Gly 


Glu 


Arg 


Gly 


Ser 


Gin 


Leu 


Pro 


Ala 


7812 






275 










2 80 










2 85 








7815 


Val 


Leu 


Tyr 


Lys 


Ara 


Ala 


Val 


Glu 


Ala 


Met 


Lys 


Asp 


Asp 


Tvr 


Glu 


Cys 


7816 




290 










295 










3 00 










7819 


Val 


Arg 


Lys 


Glu 


Ala 


Leu 


Gin 


Leu 


Val 


Phe 


Met 


Leu 


Glv 


Asn 


Ara 


His 


7820 


305 










310 










-> j — > 










320 


7823 


Pro 


Asp 


Tyr 


He 


Leu 


Pro 


Ser 


Asp 




Gin 


Gin 


Glu 


Glu 


Leu 




Met 


7824 










O -J 




















j j -j 




7827 


lie 


Asp 


Ala 


Ala 


Phe 


Ser 


Lys 


Val 


Cvs 


Glu 


Ala 


Leu 


Cys 


Asp 


Leu 


Ser 


7828 








340 










345 










350 






7831 


Leu 


Gin 


He 




Val 


Leu 


Ala 


Ala 


Glu 


Leu 


Leu 


Glv 


Glv 


Met 


Thr 


Ala 


/ O O «£. 






355 










.-> O KJ 










~> O J 








7835 


Val 


Ser 


Arg 


Glu 


Phe 


Leu 


His 


Gin 


Thr 


Leu 


Asp 


Lys 


Lys 


Leu 


Met 


Ser 


' v J U 




370 










7R 










-J o u 










7839 


Asn 


Leu Arg 


Ara 


Lys 


Ara 


Thr 


Ala 


His 


Glu 


Arcr 


Glv 


Ala 


Arcr 


Leu 


Val 


7840 


385 










390 










395 










400 


7843 


Ala 


Ser Gly 


Glu 


Trn 

tr 


Ser 


Ser 


Glv 


Lys 


Arg 


Trp 

IT 


Ala 


Asp 


Asp 


Ala 


Pro 


7844 










405 










410 










415 




7847 


Gin 


Glu 


His 


Leu 


Asp 


Ala 


Gin 


Ser 


He 


Ser 


He 


He 


Ala 


Ser 


Glv 


Ala 


7848 








420 










425 










430 






7851 


Cvs 


Gly Ala 


Leu 


He 


His 


Glv 


Leu 


Glu 


Asp 


Glu 


Phe 


Leu 


Glu 


Val 


Arq 


7852 






435 










440 










445 








7855 


Thr 


Ala 


Ala 


Val 


Ala 


Ser 


Met 


Cys 


Lys 


Leu 


Ala 


Leu 


Ser 


Arg 


Pro 


Asp 


7856 




450 










455 










460 










7859 


Phe 


Ala 


Val 


Thr 


Ser 


Leu 


Asp 


Phe 


Leu 


Val 


Asp 


Met 


Phe 


Asn 


Asp 


Glu 


7860 


465 










470 










475 










480 


7863 


He 


Glu Asp 


Val 


Arg 


Leu 


Lys 


Ala 


He 


Tyr 


Ser 


Leu 


Thr 


Ala 


He 


Ala 


7864 










485 










490 










495 




7867 


Lys 


His 


He 


Val 


Leu 


Arg 


Glu 


Asp 


Gin 


Leu 


Glu 


He 


Met 


Leu 


Gly 


Ser 


7868 








500 










505 










510 






7871 


Leu 


Glu Asp 


Tyr 


Ser 


Val 


Asp 


Val 


Arg 


Glu 


Gly 


Leu 


His 


Leu 


Met 


Leu 


7872 






515 










520 










525 








7875 


Gly 


Ala 


Cys 


Arg 


Val 


Ser 


Thr 


Gin 


Thr 


Cys 


Leu 


Leu 


Met 


Val 


Val 


Gin 


7876 




530 










535 










540 










7879 


Lys 


Leu 


Leu 


Asp 


Val 


Leu 


Ala 


Lys 


Tyr 


Pro 


Gin 


Asp 


Arg 


Asn 


Ser 


Thr 
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7880 


545 




550 










555 








560 


7883 


ly i 


Ala 


Cvs Met Ara Lvs 


He 


Glv 


Gin 


Lys 


His 


Pro 


His 


Leu 


Val Met 


7884 






565 








570 










575 




Ala 


Val 


Ala Val His Leu 


Leu 


Tvr 


Val 


His 


Pro 


Phe 


Phe 


Glu 


Thr Pro 


7flftfl 
/ o o o 






-J o w 






585 

j 0 j 










590 




7891 


Glu 


Am 


Asn Val nlii Asn 
veil vjiu nop 


Pro 


Ala 


Tvr 


Leu 


Cys 


Val 


Leu 


He 


Leu Val 


/ O ^7 £t 






CQC 




son 

O VJ VJ 










O U J 






7ft 

/ O _7 




Asn. 


Ala Ala Gin His 

rilu nlu V71LI n 1 o 


TiPl 1 
DC Ll 


Val 


Drn 
n u 


He 


He 


Ser 


Leu 


Leu 


Pro Thr 


7ft Qfi 




oiu 




Dlj 










O <<£ U 








7QQQ 
/ O 3 3 


Al a 


mi 


niD rvi y n i o i y i 


Ala 


lyr 


T.01 1 

UC Ll 


A y~cr 


A qh 


Cpr 
OCI 


1*1 C L. 


Prn 


flOll liCLL 


7 Qfifi 
/ 17 U U 
















OJ J 








O ft L* 


/ J VJ J 


Val 

v al 


Pro 


Gl n T.on TD>^/->k Tl a 
vji 11 ucu riu lie 


Gl 11 

VJI U 


Gl v 
uiy 


Ala 

Al CI 


OCI 


Cpr- 
OCI 


Ala 


COT" 
OCI 


Ala 


Thr His 


7 QO 4 

/ «7 U ft 






Dft O 


















O 3 J 


7907 




lie 
iic 


«op oci nici ncu 


His 


Gin 


Ala 


Glv 
vjiy 


Ser 


Ser 


Ala 


Glu 


Tyr Leu 








DO U 






etc 
ODD 










C7n 
0 / u 




7 Q1 1 
/ 1 1 


V3111 


rlCU 


T 1 o T on Gov Ui e 
11c lieu OCX nib 


Tip 
11c 


Gl ii 


Gl 11 
vjlU 


Tl 0 
lie 


p^p 

XrllC 


Thr 
j. 111 




Thr 
1 111 


A cr\ Gin 
r\o^J ulU 


/ I? 1^ 






C7C 




£ ft n 
D 0 u 










Aft c; 






7Q1 R 

/ -7 1 J 




1)C Ll 


Gl n T.oii T.oii r\ 

OIU 1-JCLl UCU will 


Thy 

X 111 


Al a 

nl d 


Gl n 

will 


OCI 


/-loll 




Gl n 

L3111 


Am 


TiOi i Gl \/ 
ucu oiy 






con 

O 27 U 














7 no 








7Q1 Q 


Car 
OCX, 


Tip 
X 1 c 


/\faLJ Ala biy l v itr U 


Tyr 


Gl v 


1 111 


Qor 


Asn 


php 

XT ilC 


T .01 1 


Gl n 
Vjl u 


X 111 XrllC 


/ U 






•71 n 
/ 1 u 










71 R 

/ 1 J 








77D 


7Q7 




rii d 


Ala Gin Tip Gl n 
nlct will lie uiii 


Tip 

lie 


Gl n 


Gl n 

will 


Mpf 
1*1 C L- 


Gl n 

will 






Al a 

nl CI 


Cpy TVlT* 
OCI 1111 


*7 Q 0 A 






7TC 
/ZD 








tx n 

/ jU 










7"^ R 


792 7 


Gl n 


Am 


Cor" Ar*ci Val Pr<*» 
oci rvi y v d i nu 


T.Pn 


j-i y 0 


Glu 


Car 
OCI 


T.on 

UC LL 


Al a 

•TAX CI 


Ala 


Leu 


I 1 e Arg 


7QOQ 






7/ n 
/ ft U 






74 c 

/ ft o 










7cn 




7931 


Asn 


Cys 


T.pll T.vQ T.pll Gl T1 


His 


Thr 


Phe 


Ser 


Glv 
oiy 


Leu 


Asn 


Tvr 
j.y 1 


Glv Asn 








7CC 




76 n 

/OU 










7fic: 

/ D O 






7Q^ ^ 

/ -7 O 3 


11C 


T.oi i 


Gin Val T.vs Gl n 
\j in veil uyo vjiu 


T .oi i 

iJC Ll 




T.01 1 

UC Ll 




Al a 




Ala 


JJC ll 


n 1 0 ucu 


/ 27 J O 




770 




77C 










7RD 

/ O VJ 








i ? j ? 


Val 




Val Val Ara Aqn 

v d l val rvi y n o ^ 




Ser 


Gin 


Ser 


Ala 


Leu 


Glv 


Pro 


Pv«! Gin 


7Qd n 

/ J7ft U 


7 ft 5 




7Qn 










7Q^ 








Ann 

O VJ VJ 


/ -7 *± J 


1*1 C L 


uc U 


T.pii Gl n Thr* Al a 
jjcu win 1.111 ma 


Glv 




He 


Ser 


Glu 


Phe 


He 


Lys 


Ala Asn 

c< noil 


/ 27*±*± 






ADR 








Olv 










815 


7947 


Thr 


Lys 


Asn Glu Gin Glu 


Lys 


Pro 


Pro 


Val 


Val 


Glu 


Thr 


Asp 


Met Pro 


7948 






82 0 






825 










830 




7951 


Met 


Lvs 


Glu Ser Val Ser 


Ara 


Asp 


Ala 


Gin 


Pro 


Asd 


Ser 


Phe 


Thr Arg 


/ ^ 






ft "3 r 




DAD 

Oft u 










Oft 3 






7955 


Gin 


Leu 


Leu lie Lys Leu 


Asp 


Gly 


He 


Ser 


Asp 


Pro 


Lys 


Pro 


Gly Arg 


7956 




850 




855 










860 








7959 


Val 


Phe 


Arg Glu lie Leu 


Pro 


Leu 


Val 


Gin 


Gin 


Ala 


Pro 


Pro 


Leu Ala 


7960 


865 




870 










875 








880 


7963 


Leu 


Pro 


Pro Ala Asn Asp 


Lys 


He 


Arg 


Arg 


Cys 


Val 


Ala 


Asn 


He Leu 


7964 






885 








890 










895 


7967 


Glu 


Pro 


Cys Pro Leu Gin 


Ser 


Gin 


Asp 


Asn 


Val 


He 


Lys 


Val 


Thr Ala 


7968 






900 






905 










910 




7971 


Gly 


Leu 


He Ala Ala Val 


Pro 


Phe 


Val 


Ala 


Glu 


He 


Asp 


Asn 


Leu Leu 


7972 






915 




920 










925 






7975 


Glu 


Ser 


Gin Lys Ala Asp 


Met 


Arg 


He 


Lys 


He 


Lys 


Tyr 


Pro 


Asp Gin 


7976 




930 




935 










940 
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7979 His Met His Thr Val Val Pro Lys Gin Ser Asp Phe Lys Pro He Met 

7980 945 950 955 960 

7983 Thr Glu Gin Gly Glu His Lys Thr Asn Val Arg Leu Arg Thr Thr He 

7984 965 970 975 

7987 Leu Leu Ser His Ser Val Trp Thr Glu Ser Ser Leu Val Glu He Gin 

7988 980 985 990 

7991 Leu Cys Leu Ala Val Arg Pro Gly Ser Glu Leu Glu Leu Cys Lys Pro 

7992 995 1000 1005 
7995 Ala Lys Val Leu Phe Ala Pro J^ys^Ero Val Arg Arg Gly lie 

E--> 7996 1010 I £)/> (lOlP) fO^O (pffiF) 

7999 <210> SEQ ID NO: 62 ^ — ^ 

8000 <211> LENGTH: <^ ^ £ C C**ti/ 

8001 <212> TYPE: DNA ' ^ ^ w 7 ^7 

8002 <213> ORGANISM: Drosophila melanogaster ' 

8004 <220> FEATURE: 

8005 <221> NAME /KEY: CDS 

8006 <222> LOCATION: (1) . . (780) 

8007 <223> OTHER INFORMATION: CT7760 

8010 <400> SEQUENCE: 62 

8011 atg acc aca gca gcg cgt ccg acc ttc gat cca gcc cgc gga gga tec 48 

8012 Met Thr Thr Ala Ala Arg Pro Thr Phe Asp Pro Ala Arg Gly Gly Ser 

8013 15 10 15 

8015 ggt cgc ggc gaa aag gat ctg agt gca ctg age aag cag tac tec agt 96 

8016 Gly Arg Gly Glu Lys Asp Leu Ser Ala Leu Ser Lys Gin Tyr Ser Ser 

8017 20 25 30 

8019 cgc gat ttg cca ggc cac acg aaa ctg aaa tac agg gag act ggc cag 144 
802 0 Arg Asp Leu Pro Gly His Thr Lys Leu Lys Tyr Arg Glu Thr Gly Gin 
8021 35 40 45 

8023 ggc acc age gat gag aac cgc aac cgt gac ttc cgc aag gag ctg gag 192 

8024 Gly Thr Ser Asp Glu Asn Arg Asn Arg Asp Phe Arg Lys Glu Leu Glu 

8025 50 55 60 

8027 gag cgc gaa cgt gag gcg cgc tec gga acg gga gcc act teg teg teg 240 

8028 Glu Arg Glu Arg Glu Ala Arg Ser Gly Thr Gly Ala Thr Ser. Ser Ser 

8029 65 70 75 80 

8031 teg ggc aag gca ctg ccc tec att gta cgc aag gcg att gag gcg aac 2 88 

8032 Ser Gly Lys Ala Leu Pro Ser He Val Arg Lys Ala He Glu Ala Asn 

8033 85 90 95 

8035 aac gcc ggc ggt ggc age agt gcc gca aag cgt tec aag ccg gac gca 336 

8036 Asn Ala Gly Gly Gly Ser Ser Ala Ala Lys Arg Ser Lys Pro Asp Ala 

8037 100 105 110 

8039 ggg cag cag caa gcg cag cag gcg get cag cag cag gcc gcc aat atg 384 

8040 Gly Gin Gin Gin Ala Gin Gin Ala Ala Gin Gin Gin Ala Ala Asn Met 

8041 115 120 125 
E--> 8043 gac gcc gat gag ccg ctg gac aac gat age tec gac age 

8044 Asp Ala Asp Glu Pro Leu Asp Asn Asp Ser Ser Asp Ser Asp Ser Asp 

8045 130 135 140 

E--> 8047 tec gat gac gat gat gcc gcc ctg ctg gcc gag ctg cag aag ate aag (480/ T " 

8048 Ser Asp Asp Asp Asp Ala Ala Leu Leu Ala Glu Leu Gin Lys He Lys 

8049 145 150 155 160 



Ala Asn Met 

gat ®-T> (\>^ 
Asp Ser Asp 
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8053 165 170 175 D 

8055 gag gac gaa cgc ata cgc atg gag aac ate ctg tec ggc aat cca ctg /5v6 1 S 

O AC r rt~l ■** TV Pi n Avn T 1 7V v/i TaA^4- /^ln A <-«•»-» Tin T n** C n-*>- "1 ^ r TV 0in T*>-»^^ T i 

8063 gga ctg ggc ggt gat eta aag ata aag cgc cgc tgg gac gat gat gtg. (SliJ b*?V 



cag 


gaa 


cot 


eta 


caq 


gag 


acg 


gcg 


cgt 


cgc 


qaa 


tea 


qaa 


aag 


aag 


cag 


Gin Glu 


Ara 


Leu 


Gin 


Glu 


Thr 


Ala 


Arg Arg 


Glu 


Ser 


Glu 


Lys 


Lys 


Gin 










165 










170 










175 




gag 


gac 


gaa 


cgc 


ata 


cgc 


atg 


gag 


aac 


ate 


eta 


tec 


aac 
yy u 


aat 


cca 


ctg 


Glu Asp 


Glu 


Ara 


lie 


Arg Met 


Glu 


Asn 


He 


Leu 


Ser 


Glv 


Asn 


Pro 


Leu 








180 










185 










190 






atg 


aac 


tat 


y ay 


ccc 


ggc 


acc 


gee 


gee 


teg 


gca 




a era. 


cgt 


gee 


tct 


Met 


Asn 


Tvr 


Glu 


Pro 


Gly Thr Ala 


Ala 


Ser 


Ala 


Ala 


Gly 


Arg Ala Ser 






195 










200 










205 








gga 


ctg 


ggc 


ggt 


gat 


eta 


aag 


ata 


aag 


cgc 


cgc 


tgg 


gac 


gat 


gat 


gtg 


Gly Leu 


Gly 


Gly 


Asp 


Leu 


Lys 


lie 


Lys 


Arg 


Arg 


Trp 


Asp 


Asp Asp Val 




210 










215 










220 










gtc 


ttt 


aag 


aat 


tgc 


gec 


aga 


tct 


gcg 


ccc 


gat 


aag 


aag 


acg 


cac 


ttc 


Val 


Phe 


Lys 


Asn 


Cys 


Ala Arg Ser 


Ala 


Pro 


Asp 


Lys 


Lys 


Thr 


His 


Phe 


225 










230 










235 










240 


gtc 


aat 


gac 


gec 


ctg 


cgc 


tec 


gat 


ttc. 


cac 


aag 


aag 


ttc 


atg 


gac 


aag 


Val 


Asn 


Asp 


Ala 


Leu 


Arg 


Ser Asp 


Phe 


His 


Lys 


Lys 


Phe 


Met 


Asp 


Lys 










245 










250 










255 




tac 


att 


aag 


taa 


























Tyr 


lie 


Lys 





























8056 
8057 
E--> 8059 

8060 
8061 

E--> 

8064 

8065 
E--> 8067 

8068 

8069 
E--> 8071 

8072 

8073 
E--> 8075 
E--> 8076 

50813 <210> SEQ ID NO: 299 

50814 <211> LENGTH: 522 

50815 <212> TYPE: PRT 

50816 <213> ORGANISM: Drosophila melanogaster 



50818 


<400> SEQUENCE: 


299 




















50820 


Met 


Ser 


Asp 


Thr 


Arg 


Glu 


Gin 


He Leu 


Glu 


Gin 


He 


Lys 


Val 


Gin Gly 


50821 


1 








5 








10 










15 


50824 


Asp 


Leu 


Val 


Arg 


Gin 


Leu 


Lys 


Ala Ala 


Lys 


Glu 


Ser 


Lys 


Glu 


Lys He 


50825 








20 








25 










30 




50828 


Asp 


Glu 


Glu 


Val 


Ala 


Arg 


Leu 


Leu Ala 


Leu 


Lys 


Ala 


Thr 


Leu 


Gly Gly 


50829 






35 










40 








45 






50832 


Asp 


Ala 


Ala 


Pro 


Thr 


Asn 


Gin 


Lys Phe 


Thr 


Leu 


Lys 


Thr 


Pro 


Lys Gly 


50833 




50 










55 








60 








50836 


Thr 


Arg 


Asp 


Tyr 


Gly 


Pro 


Gin 


Gin Met 


Thr 


Leu 


Arg 


Gin 


Gly 


Val Leu 


50837 


65 










70 








75 








80 


50840 


Asp 


Lys 


He 


Val 


Gin 


Val 


Phe 


Lys Arg 


His 


Gly 


Gly 


Glu 


Ala 


lie Asp 


50841 










85 








90 










95 


50844 


Thr 


Pro 


Val 


Phe 


Glu 


Leu 


Lys 


Glu Val 


Leu 


Thr 


Gly 


Lys 


Tyr 


Gly Glu 


50845 








100 








105 










110 




50848 


Asp 


Ser 


Lys 


Leu 


He 


Tyr 


Asp 


Leu Lys 


Asp 


Gin 


Gly 


Gly 


Glu 


lie Leu 


50849 






115 










120 








125 






50852 


Ser 


Met 


Arg 


Tyr 


Asp 


Leu 


Thr 


Val Pro 


Leu 


Ala 


Arg 


Tyr 


Leu 


Ala Met 


50853 




130 










135 








140 








50856 


Asn 


Lys 


He 


Ser 


Ser 


He 


Lys 


Arg Tyr 


His 


He 


Ala 


Lys 


Val 


Tyr Arg 


50857 


145 










150 








155 








160 


50860 


Arg 


Asp 


Asn 


Pro 


Ala 


Met 


Thr 


Lys Gly 


Arg 


Tyr 


Arg 


Glu 


Phe 


Tyr Gin 


50861 










165 








170 










175 


50864 


Cys 


Asp 


Phe 


Asp 


He 


Ala 


Gly 


Thr Tyr 


Asp 


Pro 


Met 


Leu 


Pro 


Asp Ala 


50865 








180 








185 










190 
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50868 


Glu 


Cvs 


Val 


Lvs 


He 


Val 


Ser 


Glu 


He 


Leu 


Asp 


Thr 


Leu 


ASD 


He 


Gly 


50869 






195 










200 










205 








50872 


Asp 


Tvr 


Val 


He 


Lvs 


Leu 


Asn 


His 


Ara 


Gin 


Leu 


Leu 


Asp 


Gly 


Met 


Phe 


50873 




210 










215 










220 










50876 


Gin 


Ala 


Cvs 


Glv 


Val 


Pro 


Ala 


Asp 


Ser 


Phe 


Ara 


Thr 


He 


Cvs 


Ser 


Ala 


50877 


225 










230 










235 










240 


50880 


Val 


Asp 


Lys 


Leu 


Asp 


Lys 


Ser 


Pro 




Ala 


Asp 


Val 




Lys 


Glu 


Met 


J V Q O X 










245 










250 










255 




50884 


Val 


Asp 


Glu 


Lys 


Glv 
oxy 


Leu 


Asp 


Glu 


Ala 


Ala 


Ala 


Asp 


Ara 


He 


Glv 

vaxy 


Glu 


cnfipq 

juOOj 








^ D VJ 




















z. / u 






50888 


Tvr 


Val 


Ara 


Leu 


Ser 


Glv 


Glv 


Ala 


Glu 


Leu 


Val 


Glu 


Gin 


Leu 


Leu 


Ala 


~> u o o _? 
















2ft 0 

^ O VJ 










z, 0 j 








50892 


Asn 


Glu 


Lys 


Leu 


Lys 


Ala 


Val 


Pro 


Asn 


Ala 


Val 


Lys 


Glv 


Leu 


Glu 


Glv 

v?xy 


DUO 




«c .7 U 




















J UU 










3 \J O _? D 


M^I- 




m n 


JJCU 


JJC u. 


T.\70 

Jjy 0 


lyir 




OCI 


Tl ^ 

X X c 


Phfa 

XrllG 


m v 

vjx y 


XJG Ll 


A cn 

nop 


T ,\rc* 
uy & 


A T"0 


cnfiQT 
DUoy / 












O x U 










Jl3 










-ion 




Val 


OCX 


L 1 LKZ 


7\cn 


UC Li 


OCI 


XjG Ll 


AT a 


HI y 


m v 


XJG Li 


A C!Tl 


TVr 
iyi 


xyx 


X 11X 


m v 

01 y 












O Z D 




















5 




-J ^ vJ *i 


Val 


lie 


TVr 
±yx 


Glu 


Glv 


Val 


Leu 


Lys 


Gly 


Glu 


Ser 


Ala 


Thr 


Val 


Ala 


Ser 


cn one 








J *x U 










j *± 0 










0 -j u 






5090ft 


Pro 


Ala 


Lys 


Thr 


Ser 


Gin 


Gin 


Asn 


Glv 


Glu 


Gin 


Ala 


Asn 


Glu 


Pro 


Ala 








O 3 O 










"3 £ n 

J 0 u 










■3 R 

JO J 








COQ1 O 


X ill. 


val 


Ol jr 


Cp>- 


Vfl 1 


AT a 
nld 


uiy 


vj x y 


OX y 


A Y*fT 

ril y 


lyir 


A en 
nop 


Sen 
noli. 


XJG ll 


Val 


m v 
















-3 / o 










1 ft 0 












nc l. 


rue 


AO LJ 


Pt*o 

XT 1. w 




m v 

Ul jr 


T.VQ 


Ala 

rtl Cl 


Val 


It X \J 




Val 

v a x 


Gl v 


Val 

vox 


OCX 


He 

X X g 


cnqi 7 
o \j y x / 


•3QC 
JO J 










J 17 U 




















Ann 
*± \j \j 


50920 


Gly 


Val 


Glu 




He 


Phe 


Ser 


Val 


Leu 


Glu 


Ala 




Ala 


Ala 


Ala 


Ser 












21 n 










ft x U 










*± ± O 




50924 


Gly 


Leu 


Lys 


Leu 


Arg 


Thr 


Ser 


Asp 


Val 


Glu 


Val 


Tyr 


Val 


Ala 


Ser 


Ala 


50925 








420 










425 










430 






50928 


His 


Lys 


Gly 


Leu 


His 


Glu 


Gin 


Arg 


Leu 


Lys 


Val 


Leu 


Asn 


Leu 


Leu 


Trp 


50929 






435 










440 










445 








50932 


Asp 


Ala 


Gly 


Val 


Lys 


Ala 


Glu 


His 


Ser 


Tyr 


Lys 


Leu 


Asn 


Pro 


Lys 


Leu 


50933 




450 










455 










460 










50936 


Leu 


Val 


Gin 


Leu 


Gin 


His 


Cys 


Glu 


Glu 


His 


Gin 


He 


Pro 


Leu 


Val 


Val 


50937 


465 










470 










475 










480 


50940 


Val 


Leu 


Gly 


Asp 


Ala 


Glu 


Leu 


Ala 


Gin 


Gly 


Leu 


Val 


Lys 


Leu 


Arg 


Glu 


50941 










485 










490 










495 




50944 


Val 


Thr 


Thr 


Arg 


Glu 


Glu 


Thr 


Asn 


Val 


Lys 


Leu 


Glu 


Asp 


Leu 


Al,a 


Ala 


50945 








500 










505 










510 







E--> 50948 /CT1985d)Glu He Ar^ Arg Arg Glu Gin Ala Ser Ala x 



E--> 50949 
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L:14 M:270 C: Current Application Number differs, Replaced Current Application Number 

L:15 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:191 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:12 

L:6917 M:280 W: Numeric Identifier already exists, Length not replaced. 

L:7023 M:341 W: (4£) "n" or "Xaa" used, for SEQ ID#:56 after pos.:1248- 

L:7195 M:341 W: Yy>) "n" or "Xaa" used, for SEQ ID#:57 after pos.:400 

L:7996 M:332 Evy(32) Invalid/Missing Amino Acid Numbering, SEQ ID:61 

L:8043 M:254 E-r No/, of Bases conflict, LENGTH : Input : 432 Counted:426 SEQ:62 

M:254 Repeated i/I SeqNo=62 

L:8076 M:252 No. of Seq. differs, <211> LENGTH : Input : 780 Found: 774 SEQ: 62 
L:27070 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:180 after pos.:1680 
M:341 Repeated in SeqNo=180 
L:27247 M:341 W: (46) "n" or 
M:34l Repeated in SeqNo=181 
L:33756 M:341 W: (46) "n" or 
M:341 Repeated in / SeqNo=204 
L:34026 M:341 W 
L:50948 M:333 



"Xaa" used, for SEQ ID#:181 after pos.:544 
"Xaa" used, for SEQ ID#:204 after pos.:2976 



r 46) "n" or "Xaa" used, 
ong sequence grouping, 



:992 



L:50948 M:330 
L:50949 M:332 
L:50963 M:258 W: 



for SEQ ID#:205 after pos . 
Amino acids not in groups! 
2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID:299 
Mandatory Feature missing, <223> Blank for SEQ# : 300 , Line# : 50960 
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